. Sequence ID and DNA sequences used in this work.
Sequence ID Sequence
S-5435 5'GAGACAAGGA/iSpC3/GACAAGGAG3' L-5445 5'CTCCTTCAACGAAGTGGGTTCTTCCTTCAACGAAGTGGGTCTC3'
S-5445
5'GAGACAAGGA/iSpC3/GAACAAGGAG3'
38-GC 5'GGGAGACAAGGAAAATCCTTCAACGAAGTGGGTCTCCC3'

38-GC-20A
5'GGGAGACAAGGAAAATCCTACAACGAAGTGGGTCTCCC3'
38-GC-20C
5'GGGAGACAAGGAAAATCCTCCAACGAAGTGGGTCTCCC3'
38-GC-21T
5'GGGAGACAAGGAAAATCCTTTAACGAAGTGGGTCTCCC3'
38-GC-22T
5'GGGAGACAAGGAAAATCCTTCTACGAAGTGGGTCTCCC3'
38-GC-22G
5'GGGAGACAAGGAAAATCCTTCGACGAAGTGGGTCTCCC3' a. /5IAbRQ/ represents Iowa Black RQ b. /iSpC3/ represents internal C3 spacer c. S-5325 served as short fragment for CBSA-5325, LSA, CBSA-M1 and CBSA-M2 d. /3Cy5Sp/ represents Cy5 e. Mutations are marked in red
